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Unique tumor in every patient
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1. FDA : Breakthrough Therapy
2. EMA : PRIME (PRIority MEdicines) scheme
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Merck & Co / Moderna Melanoma ~ NSCLC « INT: Positive Phase 2 data
Genentech / BioNTech Melanoma, Colorectal cancer, * INT: Phase 3 in adjuvant melanoma enrolling (I::Irsmose dindication)
(BNT) Pancreatic cancer « INT: Phase 3 in NSCLC to begin in 2023 MRNA-4157
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ersonalized RNA Neoantigen Vaccines Stimulate T cells in Pancreatic Cance
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Stage Phase Il (NCT05968326, 2023.10.18, 260 patients)

Cancer type Pancreatic cancer
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ersonalized RNA Neoantigen Vaccines Stimulate T cells in Pancreatic Cance

Phase 1, investigator-initiated trial in resectable PDAC: 3-year follow-up data
Balachandran V et al. Presented at AACR 2024. # CT025 & Rojas et al. Mature. 2023,
1.5-year median follow-up 3-year median follow-up
— Immune responder (n = 8)
P =0.003, HR: 0.08 (0.01-0.4) P =0.007, HR: 0.14 (0.03-0.59) — Immune non-responder (n = 8)
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1. Partnerad with Genentech, member of Roche Group
PDAC = Pancreatic ductal adenocarcinoma; OS = overall survival, RFS = relapse-fres survival.
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Workflow of Acer Personalized Neoantigen Cancer Vaccine

Sampling > Sequencing > Targeting > Manufacture > Treatment > Effect
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Acer Platforms for Personalized Neoantigen Cancer Vaccine

acer acer
= —
N 7\
= (1 =
= = =
Sampling > Sequencing » Targeting P MmRNA-LNP > Treatment > Effect

Targeting : Acer Artificial intelligence prediction of neoantigen
MRNA-LNP : Acer mRNA payload design

Acer ionizable lipid-111
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Acer Platforms for Personalized Neoantigen Cancer Vaccine

Sampling > Sequencing »{ Targeting J» MRNA-LNP > Treatment > Effect

Targeting : Acer Artificial intelligence prediction of neoantigen
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Acer Artificial Intelligence for Personalized Neoantigen Cancer
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The Strategy of Improving Acer Al Model Performance

Al model development flow chart
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[ Open source J

Pro: Less cost on

@&ﬁrﬁ.%?é‘ﬁuality does not control

( Generate data by ourself )

Pro:
1. Race specific allele

2. Data variety
3. More and better data, better

performance
4. Intellectual property
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Acer BioLab - Generate Data for Al Model S

training
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Al Models Performance — HLA class |

Average TopN PPV by AIIeIe Prefix

Number of Model Alleles (Class 1) : 103

Allele

Taiwanese Alleles ( proportion >0.5%) : 57
ool - Category Acer NetMHCpan 4.1
Overall 0.45 0.33
HLA-A 0.45 0.34
HLA-B 0.46 0.33
= B HLA-C 0.45 0.33
+33%
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Al Models Performance — HLA class Il
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Acer Platforms for Personalized Neoantigen Cancer Vaccine

Sampling > Sequencing » Targeting » MRNA-LNP Treatment > Effect

MRNA-LNP : Acer mRNA payload design
Acer ionizable lipid-111
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Acer mRNA Payload and lonizable Lipid

Cholesterol

} /ﬁilonlzable lipid

70’“‘— PEG

~ ~%, Helper lipid
= \Nm perlip

7 Pe. \
Acer Neoantigen mRNA !‘l’@u \l.\% Acer ionizable lipid-111

paywad 5' MRNA
y‘g\ L 99999999

MRNA encoding multiple neoantigens

Modified from

Sfera A, Thomas KG, Sfera DO, et al. Int J Pathol Clin Res. 2022;8:137.
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Acer Al Platform Significantly Enhances Epitope Presentation

BNT: GS
Imwlrials: NCT04161755 GGSGGGGSGG Iinker

SP | NeoAg1 === NeoAg2 === NeoAg3 === NeoAg4 == = = = = = NeoAgN

MITD

Acer: Al-based linker design Acer linker

SP | NeoAg1 == NeoAg2 == NeoAg3 === NeoAg4 = = = = = = NeoAgN | MITD
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lonizable Lipid for Acer Neoantigen-based Personalized Cancer

Vaccine
Acer ionizable lipid-111 (AIL-11}1)
I I
\\\\\;ﬁ Mf/ 5 /Cho estero
\ Sy FDA-approved
ﬁi lonizable lipid Moderna :
.Qj.- W .4 PEG — COVID-19 vaccine
M =5, Helper lipid
N FDA-approved
% 7 M\& - COVID-19 vaccine
é/k ALC-0315
o § i H? ? i? ? ? ? e ARAAA Phase | clinical trail

Cytiva
iL-2

Rabies vaccine
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AlIL-111 exhibits superior luciferase activity

In vitro protein expression level

) Bone marrow-derived dendritic cells
293 cell line (BMDC)
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AIL-111 significantly enhances CD8 epitope-mediated T cell activatior

EX vivo activation of antigen-specific T cells

BMDC-T-cell
Immunogenicity
coculture (Ex vivo: BMDC to OT-1)
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MRNA-LNPs Formulated with AIL-111 Exhibit Comparable Safety
when Compared to Varied Lipid Nanoparticles.

Cell toxicity

293 cell line
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Cell viability
(% of control)
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mRNA Structural Elements

> UTR's
regulatory elements modulate the translation
efficiency with their length and structure
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Acer
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Personalized Neoantigen Cancer Vaccine Development
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